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ARG24094 Package: 100 μl

anti-Rad51C antibody Store at: -20°C

Summary

Product Description Rabbit Polyclonal antibody recognizes Rad51C

Tested Reactivity Hu, Mk

Tested Application ICC/IF, IHC-P, WB

Host Rabbit

Clonality Polyclonal

Isotype IgG

Target Name Rad51C

Species Human

Immunogen Synthetic peptide corresponding to the middle region of Human Rad51C.

Conjugation Un-conjugated

Alternate Names DNA repair protein RAD51 homolog 3; RAD51 homolog C; RAD51L2; RAD51-like protein 2; BROVCA3;
R51H3; FANCO

Application Instructions

Application table Application Dilution

ICC/IF 1:100 - 1:500

IHC-P 1:50 - 1:200

WB 1:500 - 1:1000

Application Note * The dilutions indicate recommended starting dilutions and the optimal dilutions or concentrations
should be determined by the scientist.

Observed Size 42 kDa

Properties

Form Liquid

Purification Affinity purification with immunogen.

Buffer 0.42% Potassium phosphate (pH 7.3), 0.87% NaCl, 0.01% Sodium azide and 30% Glycerol.

Preservative 0.01% Sodium azide

Stabilizer 30% Glycerol

Storage instruction For continuous use, store undiluted antibody at 2-8°C for up to a week. For long-term storage, aliquot
and store at -20°C or below. Storage in frost free freezers is not recommended. Avoid repeated
freeze/thaw cycles. Suggest spin the vial prior to opening. The antibody solution should be gently mixed
before use.
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Note For laboratory research only, not for drug, diagnostic or other use.

Bioinformation

Gene Symbol RAD51C

Gene Full Name RAD51 paralog C

Background This gene is a member of the RAD51 family. RAD51 family members are highly similar to bacterial RecA
and Saccharomyces cerevisiae Rad51 and are known to be involved in the homologous recombination
and repair of DNA. This protein can interact with other RAD51 paralogs and is reported to be important
for Holliday junction resolution. Mutations in this gene are associated with Fanconi anemia-like
syndrome. This gene is one of four localized to a region of chromosome 17q23 where amplification
occurs frequently in breast tumors. Overexpression of the four genes during amplification has been
observed and suggests a possible role in tumor progression. Alternative splicing results in multiple
transcript variants. [provided by RefSeq, Jul 2013]

Function Essential for the homologous recombination (HR) pathway of DNA repair. Involved in the homologous
recombination repair (HRR) pathway of double-stranded DNA breaks arising during DNA replication or
induced by DNA-damaging agents. Part of the RAD21 paralog protein complexes BCDX2 and CX3 which
act at different stages of the BRCA1-BRCA2-dependent HR pathway. Upon DNA damage, BCDX2 seems
to act downstream of BRCA2 recruitment and upstream of RAD51 recruitment; CX3 seems to act
downstream of RAD51 recruitment; both complexes bind predominantly to the intersection of the four
duplex arms of the Holliday junction (HJ) and to junction of replication forks. The BCDX2 complex was
originally reported to bind single-stranded DNA, single-stranded gaps in duplex DNA and specifically to
nicks in duplex DNA. The BCDX2 subcomplex RAD51B:RAD51C exhibits single-stranded DNA-dependent
ATPase activity suggesting an involvement in early stages of the HR pathway. Involved in RAD51 foci
formation in response to DNA damage suggesting an involvement in early stages of HR probably in the
invasion step. Has an early function in DNA repair in facilitating phosphorylation of the checkpoint
kinase CHEK2 and thereby transduction of the damage signal, leading to cell cycle arrest and HR
activation. Participates in branch migration and HJ resolution and thus is important for processing HR
intermediates late in the DNA repair process; the function may be linked to the CX3 complex. Part of a
PALB2-scaffolded HR complex containing BRCA2 and which is thought to play a role in DNA repair by
HR. Protects RAD51 from ubiquitin-mediated degradation that is enhanced following DNA damage.
Plays a role in regulating mitochondrial DNA copy number under conditions of oxidative stress in the
presence of RAD51 and XRCC3. Contributes to DNA cross-link resistance, sister chromatid cohesion and
genomic stability. Involved in maintaining centrosome number in mitosis. [UniProt]

Calculated Mw 42 kDa

PTM Phosphoprotein

Cellular Localization Nucleus. Cytoplasm. Cytoplasm, perinuclear region. Mitochondrion. Note=DNA damage induces an
increase in nuclear levels. Accumulates in DNA damage induced nuclear foci or RAD51C foci which is
formed during the S or G2 phase of cell cycle. Accumulation at DNA lesions requires the presence of
NBN/NBS1, ATM and RPA. [UniProt]
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